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Human ATP6AP1 qPCR Primer Pair
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QH10861S Human ATP6AP1 qPCR Primer Pair 200X
FEamiE T
> Human ATP6AP1 qPCR Primer Pair, EIAATP6AP1 qPCR5I¥%t, FEHTAETSYBR GreenflJqPCR. One-Step qRT-

>

PCR&{semi-quantitative PCR, A5|#ufistiit. SidqPCREIE. FRAIG ¥,
gPCR (Quantitative PCR)BIE&PCR, WFRLH %% E B PCRE LM & BPCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), E—F{EDNAY ¥ RMIIFEF, PABOLEBNEFDIRAEHE RN (PCRERGEFMEEN L, qPCRE
FRIFARN T2 SYBR GreenZ ik oY RHEMIREHE, SYBR GreenZud eklk M AH A TOLH, IER R AIDNALE &Yk}
SYBR Green§ A IIPCRIGFE TR AIPCRY H/~¥); iMiiREH1%(Probe method), WHEBHFATaqMantREHE, NMEATEH
B, TR R AR 3 K EE A (Quencher) ARIE I DNATREHT U@ I PCRAGI Y B AR 41 (1,2]0

XTSYBR GreenHHuklE, FIMEXREL, RAEFSIVF-HRABARIFEIGIEHER, ML TRIGFEERIE, R4
ff, V8RR, S _RIATERLERK, qPCREIEREE; RRF5IN—MBEREE SN2 (Span exon junctions), G 1%
HERNHDNA (gDNA)YIH[3,4]; RAZFINGIWr=RIEEER, JUFEE TITE ARVNIER; 51N TmMEL60°C, K4
I =Y (Amplicon) UK EZ190-160bp, R = KIETRELE A& ME 5@ G Y2 & (Primer Panel/Primer Array),
RFEFNTIRE TR, B8 SERSY (Forward primer, AR L5 19)fl @519 (Reverse primer, WA RiiF5147) %
1nmol, #2nmol, ~&EEEES(Nuclease-free), HFEINA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name ATPase H+ transporting accessory protein 1
Gene Symbol ATP6AP1
Synonyms 16A; CF2; Ac45; XAP3; XAP-3; ATP6S1; VATPS1; ATP6IP1
Organism Human
Gene ID 537
UniProt ID Q15904

Main Accession No. NM_001183

NM_001183, NM_001183.1, NM_001183.2, NM_001183.3, NM_001183.4, NM_001183.5,
BC000724, BC000724.2, BC109247, BX461330, NM_001183.6

Map Location Xq28

Other Accession No.

Pathway -

This gene encodes a component of a multisubunit enzyme that mediates acidification
of eukaryotic intracellular organelles. Vacuolar ATPase (V-ATPase) is comprised of a
cytosolic V1 (site of the ATP catalytic site) and a transmembrane VO domain. V-ATPase
dependent organelle acidification is necessary for such intracellular processes as
protein sorting, zymogen activation, and receptor-mediated endocytosis. The encoded
protein of this gene may assist in the V-ATPase-mediated acidification of
neuroendocrine secretory granules. This protein may also play a role in early
development. [provided by RefSeq, Aug 2013]

Gene Summary

Amplicon Information
Amplicon Length (bp) | 156
NCBI mRNA ID NM_001183.6
NCBI Protein ID NP_001174.2
Ensembl Transcript ID | ENST00000369762.7
Ensembl Gene ID ENSG00000071553.18
Ensembl mRNA ID ATP6AP1-201




e
T S P AR (2ES
QH10861S Human ATP6AP1 qPCR Primer Pair 1nmol each
— iR i)
RIEFFMG:
-20°CHRfF, BEEIRIEHHTIES 7048, R0 52 R,
AREI
> PCRY WK AT e K B R 3 e Ja - AE 2 T A B £ R
> BAARRYGI - AR AR A, (AU BGH TR Z(Melt curve) T DAIES 84 S B AR S, ARV — MR ih

Ll (O 7 AR TR XL EE RDODBEDNA = WIH TmAE), BERH A —Fhsa—r=Y); RGN, 2, ATREZS Y

TRREAER SIS, FFAERNADNAG R, BN MG R, BBGRERN SERATX B (No template control, NTC),

RV B A 22 L 2 BRASAR AN R G IRSE AL 7, ARAERE S LAT TOASEARON RS R RV E R, ATAIMT R S 2R 5 1Y —BIAEHE

HERE Y 1,

> EHRAREEY W5 d, HEFEEANTE I qPCR Mix,

> AFRUR TR NRBEA R, MEATIRRZHEGETT, MEATREMEE W, MR TEEEEN.,
> N TIERIZ AR, EELRRIEE— R FERLE,

fERAE:

1. PCRIRMIAZRIBEHE :

a. JREAT AT, 3000-8000 X gBL17r#h, DARGH S5 W) FREUR, BEMA400pl@8AIK, Joiir s FaEiRS %R, R
JE BRSO TLERY, FFEEERERITIRS), Bf$400ul 2.5uM eachfyPrimer Mix, ali/K#E#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. RlfEHIESIPCRI M T & #IIA . SYBR Green qPCR Mix#5E £ mlfEHIES G & Tk Ls8ivk&aE W, #HEEHH
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii5%#%Y) (D7501/D7503/D7507)8kBeyoFast™ SYBR Green One-Step
gRT-PCR Kit (Fii5 %) (D7509).

c. ZETREERIKG LIREPCRRMIFR, PA6FLEAIBeyoFast™ SYBR Green qPCR Mix (2X) 9,

Reagent Volume for One PCR Reaction
SYBR Green gqPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
WL BESIYLIREDN0.2-0.5uM eachN ATERTG REFAVRIIZCSR, HATRIEE I7E0.1-1.0uM each it IAEES MR
W,
2 WEHDNAGMRAEAL-10ng cDNAKNSHE &, RARYMIER S EAKEREERE ERR, WF B, AInk
iR 2 SO AR TR SRR, DAMRE RAERIBRE A 2, RT-PCRRMZEINCDNABEZEABRE, HRMEAE @
PCR/Z M E AT 10%,
W3 6fLIRAHER [ M AR FR 920p], AT DUARIESERRSES /oK, t& by Reids/ R SR R,
W4 ABOZE AR AIBA M B,

d. FABESBREITIRISHEM VortexiRs), EimELED, FRANRETER, #H#E 8 HBeyoFuge™ HEAlB ML E O
(FEE X, 2500rpm) (E6758)3FTHIHBIL,

e. KIREIFHIPCRR M EHPCRIMARE THOCERPCRIN L, FHaERPCRII,

2. PCRIMFH)F:

fEReal-time PCR M ATHHTEARMITIAN:, EHILENISC 25080, B2 GCHMRIE YIEK N FZE5-108, AFfEF2
ABI QuantStudio™ 6 Flexi& Y€ & PCR{CHH:

AR 95°C 24744,

gt 95°C 15%);

BKAEM: 60°C 15-30FD;

BESBEOMSHe, SHEA0MEIR;

FEfRIZ T (ATIZE) . 95°C 158D, 60°C 15%), 95°C 15F);

f. HHZOLEEPCRIGREEM R AT R,

W DL EMQPCRRM ARG, hS%, LR AARER, 51WENEEARmES, FHRESER. 51%. B
BEMR RO E BB ON 55, EARAE LIRS s/ NRVAR R HIR NI qPCR, WIHRSRH =25 qPCR, HFRAEIR K /HEfH
JEM—272°C 308>, BHISESEED. cRIGMNIX—PBIL40MEIRRIA],

o0 o
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1. AAZ5194:
e S 7 AR %
QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000¢%
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000/X
QH00017 Human HCK gqPCR Primer Pair 200/1000¢X
QHO00021 Human HMBS qPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gqPCR Primer Pair 200/1000¢%
QH00029 Human HSP90AA1 qPCR Primer Pair 200/1000¢%
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QH00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QHO00045 Human PGK1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢%
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢%
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 gPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000X
QHO00069 Human TBP gqPCR Primer Pair 200/1000¢X
QHO00073 Human TFRC qPCR Primer Pair 200/1000¢%
QHO00077 Human YWHAZ gqPCR Primer Pair 200/1000¢%
QH00081 Human PPIH qPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A gPCR Primer Pair 200/1000/X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QHO00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

1 @ HGAPDH, RPLPO, ACTB. TUBBFMIB2MfENNZ, HUMRX=FLEMELRFTFR, 7JUAZIAEHHPRT1

RNA18SSTEANS, NIKFHREAISLIRMER, EIRs [Py a] i [5-6].

2. /NERAZ5IPI

P S et (25
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QM00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢%
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢X
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QMO00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QM00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QM00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢%
QM00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000X
QM00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢%
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QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢%
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢%
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢%
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QM00086 Mouse Sdha gPCR Primer Pair 200/1000X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QM00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

#: #HEEM#HGapdh. Rplp0. Actb. TubbMB2mfEANZS, (HUMRIX=FHILHEH ALK, ATAZIA M HHprt1siRnl8s
TERNZ, AIREHESSRRCE, LiRg Y] R EH[5-6],
3. EFZDNA (gDNA)5|1¥rxt (F T gDNAG Fefanil) -

R E =2 R 2y GBS
QH00101 Human HGDC Primer Pair 200/1000¢k
QMO00098 Mouse MGDC Primer Pair 200/10007k

iE: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7].
4. SYBR Green qPCR Mix X 4E#1:

2 S I AR (2R3
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step gRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, {5 4%) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fii5 §+%) 1/5/25ml
57507 BeyoFast™ SYBR Green qPC;I?IPJ{) Mix (2X, High ROX, Bji5 4% 1/5/25ml

=
D7509 BeyoFast™ SYBR Green One-Step gRT-PCR Kit (Bji53¢%) 100/500%%
FASAO011-1pc BeyoGold™ i i 1IM/AR
FSF002 wHEE B PCRASMRE (ABI 7 2) 20 /%t
FSF035-100pcs BeyoGold™ %'t 8 PCR A 4R 5 (1 B2 100y /futs
FSF039-20pcs BeyoGold™#)'t7E Bt PCR A B (R B8, 3 11574%) 207 /0
FSF039-100pcs BeyoGold™ %)t B PCRAHIR B (B, i 177 2%) 1004 /0%
FTUB325-1box BeyoGold™ gqPCR/\BkHFE (0.2ml, &, &) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, “F-35, 1EHA) 125Hk/&, 108/46
FTUB333 PN E EPCRA96FLIR (ABLF %5) 207 /0%
FTUB384 WHEE mPCRAI384 LR (ABI732%) 20/t
FTUB335-1box BeyoGold™#¢ )& s PCRAI96FLAR (0.2ml, FotR iz, iEHA) 104N/&
FTUB335-5bxs BeyoGold™Ze e B PCRAI6FLIR(0.2ml, TotEid, BEHH) 100N/&, 5E/F8
FTUB337-1box BeyoGold™Z K E &PCRAII6FLAR(0.2ml, 4814, 1#EHA) 100N /8
FTUB337-5bxs BeyoGold™Z i &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 101N/8, S&E/F
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